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Chrom = migrate(Chrom, SUBPOP)

Chrom = migrate(Chrom, SUBPOP, MIGR)

Chrom = migrate(Chrom, SUBPOP, MIGR, Select)

Chrom = migrate(Chrom, SUBPOP, MIGR, Select, Structure)

Chrom = migrate(Chrom, SUBPOP, MIGR, Select, Structure, FitnV)

[Chrom, ObjV] = migrate(Chrom, SUBPOP, MIGR, Select, Structure, FitnV, Ob;V)

[Chrom, ObjV, LegV] = migrate(Chrom, SUBPOP, MIGR, Select, Structure, FitnV, Ob;V,
LegV)
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Chrom = np.array([
[2,2,2,0],
[1,0,2,2],
[0,1,1,0],
[0,0,1,0],
[1,1,1,0],
[0,0,1,111)

SUBPOP = 3

FintV = np.array([
(11,

(21,
(31,
4],
(5],
(611
Chrom = migrate(Chrom, SUBPOP, 0.2, 1, 0, FintV)
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